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Why are the undetected
infections important?

Undetected infections can happen because of:
e Asymptomatic or subclinical infections
e Limited testing capacity
e Restricted criteria for testing

Consequence of large number of undetected infections:

e (Can spread through the population without being
noticed

e Potential to spread across large geographic regions
unnoticed

e Takes longer to be certain of disease elimination



How can we estimate the
undetected infections?

 Mass testing

e (Case count data

* Viral genomic data
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Helping Public Health Leaders
Track the Spread of Coronavirus

To slow the spread of coronavirus (COVID-19), we need to learn more about it. That's where
you come in. SCAN is testing both healthy and sick people to understand how the virus is
spreading in King County. The findings will help our partners, including Public Health -
Seattle & King County, keep people informed and make the best possible, data-driven
decisions to protect our community.
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* Viral genomic data

Cryptic transmission of novel coronavirus revealed by

genomic epidemiology
2 Mar 2020 by Trevor Bedford



https://bedford.io/blog/ncov-cryptic-transmission/
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SARS-CoV2 does not mutate this
quickly
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What did | find by analyzing
viral genomes?
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e Data up to 31 January 2020



What did | find by analyzing
viral genomes?

e 87% (59%-98%) of infections were
undetected based on early
pandemic data from Hubei

e 95% (88%-98%) were undetected
when accounting for infections
globally
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e % detected = % of total infections that were
reported in the JHU time series (sources include

WHO, China CDC, US CDC and other similar
organizations)




Infected but Feeling Fine: The Unwitting
Coronavirus Spreaders

The C.D.C. director says new data about people who are infected
but symptom-free could lead the agency to recommend
broadened use of masks.
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CZ Biohub and COVID-19

* Nonprofit biomedical research
organization in San Francisco,
California founded in 2017

e COVID-19 clinical testing lab and
SARS-CoV2 viral sequencing
capacity

Chan Zuckerberg Biohub @czbiohub - Mar 19 v
A newly-formed partnership between @czbiohub, @ChanZuckerberg,
@UCSF and @CAgovernor aims to increase local #C0OVID19 testing to 1,000
tests per day within the coming days thru operational support, informatics and

> H O St re S p O n S e protocol development

e Data science contributions:

» Generating whole genome
seqguences of SARS-CoV?2 viruses

> ldentifying co-infecting pathogens

New Partnerships Expand COVID-19 Clinical Testing

CZI, CZ Biohub & UCSF partner to expand local testing, aiming for 1,000
tests a day

& chanzuckerberg.com
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